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Input DNA DNA HiFi mean
Sample type material yield mode size read length HiFi yield Median QV
RBC lysed human 400 L 9.5 g 97 kb 17,518 bp 108 Gb Q34
Human brain 6 Mg 9.3 ug 195 kb 16,164 bp 119 Gb Q36
Human skeletal muscle 33mg 3.9 ug 126 kb 17,170 bp 101 Gb Q33
Mouse lung 6 mg 9.1 ug 126 kb 16,975 bp 121 Gb Q35
Ladybug 27 mg 5.3ug 67 kb 16,034 bp 86 Gb Q34
Apple leaf (nuclei prep) 19 11.3 g 112 kb 15,598 bp 106 Gb Q35
Tobacco leaf (nuclei prep) 1g 16.5ug 140 kb 14,649 bp 90 Gb Q34

HiFi data yield from DNA sheared to 18-20 kb and size selected with the PacBio SRE kit. HiFi sequencing was performed on the Revio system with 225 pM loading and
a P1 metric of 60-72%. HiFi data was analyzed with SMRT® Link v13.0.
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https://www.blossombio.com/products/RevioLongReadSequencingSystem.html
https://www.pacb.com/wp-content/uploads/Procedure-checklist-Removing-short-DNA-fragments-with-the-Short-Read-Eliminator-SRE-kit.pdf
https://www.blossombio.com/
https://www.blossombio.com/
https://www.blossombio.com/
https://www.facebook.com/blossombiotechnologies
https://page.line.me/434cylci
https://www.blossombio.com/products/PacificBiosciencesPacBio.html
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Sample type Sample detail Input amount Time
Mammalian whole blood 200 pL
~71 hour
Blood Nucleated whole blood 2.5-20 L
Red blood cell lysis 400 pL <1.5hours
Tissue (non-insect animals + humans) Diverse tissue types 2-100mg
~2.5hours
Insect Insect whole body or segment >20 mg
Plant Plant leaf, nuclei prep 0.25-5¢ ~1.5hours

Suspension cultured cells
Cultured cell 1x10°-5x10° diploid human cells
Adherent cultured cells

~T hour

Gram-negative bacteria
Cultured bacteria 5x10°-5x10° bacterial cells
Gram-positive bacteria

Sample details and extraction procedure duration for diverse sample types.
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KEY REFERENCES

1. Technical note: Extracting HMW DNA from diverse insect samples using Nanobind PanDNA kit for optimal HiFi sequencing.

2. Overview of Nanobind PanDNA kit.

3. PacBio plant + animal applied markets brochure.

Apton, Kinnex, and PureTarget are trademarks of PacBio
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